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C ncnonb3oBaHuem BbluncauTenbHbix mowHocren MCL, PAH, Argon National
Laboratories, University of Jyvaskyla, Research Center for Computational
Design of Advanced Functional Materials metopgamu monekynsapHoro
KOHCTPYMPOBAaHUA HA OCHOBE CTPYKTYpPbl MOJIEKYAN WU  3Heprui
B3aMMOAENCTBUN CMOAENNPOBAHDbI anTamepbl K KOPOHABUPYCY
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MonyueHbl 3KCNEepUMeHTa/IbHble AOKa3aTe/bCTBa
CBA3bIBAHUA TEOPETUUYECKU CKOHCTPYUPOBAHHbLIX anTamepos
C peuenTop-cBA3bIBAOLWUM AOMEHOM cnavkK-6enka
KOpoHaBsupyca
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